The precise locations and relative exposures of the DNase II-accessible sites in the nucleosome core DNA are determined using techniques previously employed for the enzyme DNase I. It is found that there are a number of similarities between the site exposure patterns for the two enzymes but that in general the DNase II seems to discriminate less among adjacent sites' accessibilities than does DNase I.
MATERIALS AND MKTHODS
Nucleosome cores were prepared from beef kidney and labelled with 3 2 P at their 5' termini essentially as described (5, 6, 7 ) . Kinase labelling was carried out in an incubation mix of 25 ul which contained 230 pmoles nucleosome cores, 750 umoles units DNase I (Sigma)], with 5mM MgCl 2 or 1 mM EDTA, depending on the experiment. Incubation was at 37°C for 20, 40, 60, 120, and 300 seconds, after which a 5 ul aliquot was added to 5 ul lOmM EDTA, 300 mM Tris-Cl (pH8. 8) on ice. The samples were then processed and electrophoresed in high-MBA (methvlene-bis-acrylamide) polyacrylamide gels of various acrylamide percentages. Such gels are capable of resolving unique chain-length fragments of mixed sequence DNA well into the range of 160 bases (see reference 7 for complete description). Data from multiple time points and from several gels were used to determine rate constants of nuclease attack at individual nucleosome core DNA sites (5, 6) as well as the precise location of those sites with respect to the 5' end of the DNA (7).
Fragment lengths were assigned to individual bands in both DNase I-and DNase II-produced patterns (see Figure 1 ) by electrophoresis in adjacent channels samples of end-labelled DNA from a DNase I digest of nuclei, a pattern whose bands have been assigned fragment lengths by coelectrophoresis with multiple sequenced restriction fragments (7, 10 ) . The unknown channel was then sized by matching bands at a position low enough in the gel where the lineup between channels was obvious (see also discussion relevant to These constants are listed in Table 1 
